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440 










445 








215 




Trp 


Phe 


Leu 


His 


Cys 


His 


He 


Asp 


Phe 


His 


Leu 


Asp 


Ala 


Gly 


Phe 


Ala 


9 1 fi 

J. U 






450 










455 










460 










917 




He 


Val 


Phe 


Ala 


Glu 


Asp 


Val 


Ala 


Asp 


Val 


Lys 


Ala 


Ala 


Asn 


Pro 


Val 






465 










470 










475 










480 


9 1 Q 

Z _L 27 




Pro 


Lys 


Ala 


Trp 


Ser 


Asp 


Leu 


Cys 


Pro 


He 


Tyr 


Asp 


Gly 


Leu 


Ser 


Glu 


9 90 

Z Z V 












485 










490 










495 




9 91 




Ala 


Asn 


Gin 




























991 

£t £t ~J 


<210> 


SEQ 


ID NO: 4 


























99 A 


«c91 1 ^ 


LENGTH : 


548 




























99 S 


<*91 9*> 


TYPE: PRT 




























99fi 


^91 *3> 


ORGANISM: Phlebia radiata 




















997 




SEQUENCE : 4 




























99ft 




Met 


His 


Thr 


Phe 


Leu 


Arg 


Ser 


Thr 


Ala 


Leu 


Val 


Val 


Ala 


Gly 


Leu 


Ser 


229 




1 








5 










10 










15 




9^0 




Ala 


Arg 


Ala 


Leu 


Ala 


Ser 


He 


Gly 


Pro 


Val 


Thr 


Asp 


Phe 


His 


He 


Val 


231 










20 










25 










30 






9^9 
Z jZ 




Asn 


Ala 


Ala 


Val 


Ser 


Pro Asp Gly 


Phe 


C y> 
OCX 


Arg 


Gin 


Ala 


Val 


Leu 


Ala 


233 








35 










40 










45 








234 




Glu 


Gly 


Val 


Phe 


Pro Gly 


Pro 


Leu 


He 


Ala 


Gly Asn 


Lys 


Gly Asp Asn 


235 






50 










55 










60 










236 




Phe 


Gin 


He 


Asn 


Val 


He 


Asp 


Glu 


Leu 


Thr 


Asn 


Ala 


Thr 


Met 


Leu 


Lys 


237 




65 










70 










75 










80 


238 




Thr 


Thr 


Thr 


He 


His 


Trp 


His 


Gly 


Phe 


Phe 


Gin 


His 


Gly 


Thr 


Asn 


Trp 


239 












85 










90 










95 




240 




Ala 


Asp 


Gly 


Pro 


Ala 


Phe 


He 


Asn 


Gin 


Cys 


Pro 


He 


Ala 


Ser 


Gly 


Asp 


241 










100 










105 










110 






242 




Ser 


Phe 


Leu 


Tyr 


Asn 


Phe 


Gin 


Val 


Pro 


Asp 


Gin 


Ala 


Gly 


Thr 


Phe 


Trp 


243 








115 










120 










125 









file://C:\Crf3\Outhold\VsrI869877.htm 



5/8/02 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY DATE: 05/08/2002 

PATENT APPLICATION: US/09/869, 877 TIME: 11:03:36 

Input Set : N:\paola\US09869877.raw 

Output Set: N:\CRF3\05082002\I869877.raw ] 

Please Note; j 
Use of n and/or Xaa have been detected in the Sequence Listing, Please review the 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> \ 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:9; Xaa Pos . 218,234,557 
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VERIFICATION SUMMARY DATE: 05/08/2002 

PATENT APPLICATION : US/09/869, 877 TIME : 11 : 03 : 36 



Input Set : 
Output Set: 

L:621 M:258 W: Mandatory Feature 
L:6*24 M:258 W: Mandatory Feature 
L:651 M:341 W: (46) "n" or "Xaa" 
L:653 M:341 W: (46) "n" or "Xaa" 
L:693 M:341 W: (46) "n" or "Xaa" 



N:\paola\US09869877.raw 
N:\CRF3\05082002\I869877.raw 

missing, <220> not found for SEQ ID# : 9 
missing, <220> not found for SEQ ID# : 9 
used, for SEQ ID# : 9 after pos.:208 
used, for SEQ ID# : 9 after pos.:224 
used, for SEQ ID# : 9 after pos. :544 
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